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(Jordan and Evermann, 1887)
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First Reliable Record of the Keeltail Pomfret Taractes rubescens

(Bramidae: Perciformes) from Korea

Jae-Hwan Lee, Woo-Jun Lee and Jin-Koo Kim*
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Two specimens of Taractes rubescens (family Bramidea) were collected from Busan and Pohang, Korea, between
2015 and 2016. Taractes rubescens was very similar to Taractes asper, but the two species are clearly distinguishable
by the number of anal fin rays (21-23 in T. rubescens vs. 25-27 in T. asper) and the presence of a lateral caudal keel
(present in T. rubescens vs. absent in T. asper). The mitochondrial DNA cytochrome ¢ oxidase subunit I sequences
of the specimens described in this paper perfectly matched those of T. rubescens, but differed from those of T. asper
(genetic distance: 6.9%). We use the Korean common name proposed by Kim and Ryu (2017) for T. rubescens,

"Geom-eun-sae-da-rae".
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35012 (Perciformes) At ZH(Bramidae) o1F-= M
O & 74 20%F0] B35l (Nelson et al., 2016), 3o+« 44
TE[QM e Brama dussumieri (Cuvier in Cuvier and Valen-
cinnes, 1831); At}ell Brama japonica (Hilgendorf, 1878); &
W= Atkell Brama orcini (Cuvier in Cuvier and Valencinnes,
1831); Wllgllo] Pteraclis aesticola (Jordan and Snyder, 1901);
S7WATkel Pterycombus petersii (Hilgendorf, 1878); 3171z2]
E}2}A| Taractichthys steindachneri (DSderlein in Steindachner
and Doderlein, 1883), E}2+A] Taractes asper (Lowe, 1843)]0]
HIE o] QIti(Lee et al., 2014). Ajcte} o] F= dd) W of
Al sl o] E3ol|A F= AR, 2 e-eubet Aokt
ool th=9] m|7|EF0] HarH vl QItH(Kim et al., 2012;
Lee et al., 2014; Lee and Kim, 2015). Ajc}el 2-2] Elghz] <4 of
Foll= 2F[EF2HA] Taractes asper (Lowe, 1843); H-2AlthH
Taractes rubescens (Jordan and Evermann, 1887)]¢] X2.11% o]
UoH, = 919 QA o] EE5HA] AL BHEIE HollA thE &

7} 2 EEHMead, 1972). 2 A7 20159 1249 21 gt
24171k 20164 89 169 AAEE Pl
AR ek 4 o) 7 270412 e 9 BARE S B9 U
% Ak 5 AT Fe) % 2 Y HE AT g,
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& Aol AR Allctell et o) 271A0= 2015 124 21
A 714 S 9(35° 15' 35.58"N 129° 14' 15.37"E)7} 2016\ 8
6 3 52 3% (36°5' 39.19"N 129°29' 11.6"E)ol| A of
3 Ade ol-&allAl oglstelon, o2lRt ZfAlEE 15% for-
malinof| 214 & 70% ethyl alcoholof] Eslict A4 W
7| =2 Hubbs et al. (2004)2 w512 vernier calipersE ©]
&5to] 0.1 mm T7HA] ST A2 soft X-ray
SAHEA 7] (X Pert-MPD System, Netherland)E ©|-8-5}of 7|
FSFTh EAREAE 5H7] f18l genomic DNAE A& 25
220 2 HE chelex 100 resin (Bio-rad, USA)E A3l A =
=391 © ™, mitochondrial DNA (mtDNA) cytochrome ¢ oxi-
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Fig. 1. Lateral view of Taractes rubescens. (A) PKU 57195, 448.0
mm standard length; (B) PKU 58337, 302.0 mm standard length.
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dase subunit T (COI) 99 A4S 2 VF2 primere} FishR1
primerE ©]-8-5}%] PCR (polymerase chain reaction)s 213§
SISt 10X buffer 2 pL, ANTP 2, Taq polymerase 0.1 pL,
VF2 primer 1 uL, FishR1 primer 1 pL, 32} 5-574212.3 uL&
432 T35 total genomic DNA 2 pL2 ¥ oA & 20 uL
& ko] Ao theT & 2719 PCR Z2TEE of
25} cHinitial denaturation 95°Coj|l 4] 2&; PCR reaction 35
cycles (denaturation 94°Cof|4] 302, annealing 52°Col|4 30
2%, extension 72°Co|| 4] 1), final extension 72°Col|4] 102)].
714 4E AL BioEdit version 7 (Hall, 1999)2] clustal W
(Thompson et al., 1994)5 o|-&35}th A E]= mega X
(Tamura et al., 2019)2] pairwise distanceE kimura-2-parama-
ter (Kimura,1980)= A|AF5}1 11 neighbor joining tree+= mega
Xof| 4] 2Hd 515121 bootstrap-> 1000H =35} c}.
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Taractes rubescens (Jordan and Evermann, 1887)

(Korean name: Geom-eun-sae-da-rae) (Figs. 1, 2)

Steinegeria rubescens Jordan and Evermann, 1887: 462
(type locality: Gulf of Mexico).

Taractes rubescens: Mead, 1972: 16; Masuda et al., 1984:
159 (Japan); Mundy, 2005: 377 (Hawaii, USA); Hatooka and

Fig. 2. Sketch of caudal peduncle region, showing presence or ab-
sence of keel. (A) Taractes rubescens and (B) Taractes asper.

Kai, 2013: 816 (Japan); Kim and Ryu, 2017: 199 (Busan, Ko-
rea); MABIK, 2018: 372 (Korea).
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448.0 mm, AR 713357 15 35.58"N 129° 14' 15.37"E),
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© A 448.0 mme] A 5 o] A7 Aol
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(i A, Y, S, tivh, 25 S A ol 3251 (Mead,
1972; Masuda et al., 1984; Last and Moteki, 2001; Hatooka
and Kai, 2013), &0l 217k (Jawad et al., 2014), B 2]H o] A

rlo

Table 1. Comparison of counts and measurements of Taractes rubescens and Taractes asper

Taractes rubescens

Taractes asper

Morphological character
Present study

Mead (1972)

Jordan and Evermann (1887) Mead (1972)

Number of specimens 2 2 1 10

Standard length (mm) 302.0-448.0 620.0-690.0 96.0 137.0-400.0
Dorsal fin rays 30 30-32 30 33-35
Anal fin rays 21-22 21-23 21 25-27
Pectoral fin rays 19-20 19-22 20 18-19
Lateral line scales 42-43+5 41+5 - 43-36
Gill rakers 9-10 9-12 13 8-9
Vertebrae 39 39-41 - 41-42

In % of standard length
Snout to dorsal fin 38.9-41.5 38.8-41.6 41.8 37.5-42.0
Snout to pectoral fin 30.6-31.7 31.4-341 36.7 33.0-354
Snout to pelvic fin 32.9-34.6 35.2-39.1 37.8 33.9-39.8
Snout to anal fin 58.0-62.1 61.3-63 66.9 56.5-62.4
Length of dorsal fin base 46.8-47.4 44.6-47.8 455 49.9-53.8
Body depth 37.6-38.5 38.4-39.5 514 38.7-46.6
Head length 29.4-31.2 30.2-30.8 17.8 29.8-34.5
Body width 15.7-18.6 16.7-16.9 17.9 12.4-15.3
Head width 16.2-18.2 16.7-16.9 17.8 13.3-18.7
Snout length 8.8-9.3 9.3-9.7 - 8.2-9.6
Upper jaw length 13.7-15.3 14.5-14.8 - 16.2-19.3
Eye diameter, horizontal 5.5-6.9 5.5-6.8 12.3 7.2-11.2
Eye diameter, greatest 5.1-6.9 6.5-7.3 12.3 9.6-11.2
Upper caudal fin length 22.3-29.3 31.2 - 28.2-32.6
Lower caudal fin length 21.8-24.1 26.1 - 25.6-28.9
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Taractes rubesense (MK675937) PKU 58338

Taractes rubesense (KY372190)

Taractes rubesense (MK675936) PKU 5719

Taractes asper (AP012498)

Taractichthys steindachneri (KY372198)

b
0.020

Hippocampus mohnikei (KY689227)

Fig. 3. Neighbor-joining tree constructed by the mitochondrial DNA COI sequences for Taractes rubescens and two bramid species, with
one outgroup Hippocampus mohnikei. Numbers at branches indicate bootstrap probabilities in 1,000 bootstrap replications. Numbers in

parenthesis indicate NCBI registration number. Superscripts indicate number of voucher specimens. Bar indicates genetic distance of 0.02.

(Hata et al., 2016) A&7 E 125 %It
2xteA

2 Ao A AR Akl 2704 9] 22 5782 fl8l Pl E
=20} DNA COI 947144 537 bps o] NCBIo| 5245
Taractes rubescens, Taractes asper ¥ 2 kol A A=A &
3% Taractichthys steindachneri®} B] 15}tk 270 4= A2
71 do] 100% U =]5F9 32 NCBIo| 2% T, rubescens2}
H WS w5 100% YR|oh= AIE U E3 22 &
o]Fel T asper®h= 6.9%2] G- A 2o &, T steindachneri?}
= 14.0% 44 2ol & Hof Yes| 2= it LR
(neighbor joining tree)ol| A 27l A= T. rubescens®} -2 boot-
strap (100)2.2 773 =] Ich(Fig. 3).
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skt smapol A AWE Akt off Al el 2 At

"ol 2|7 Taractes rubescensS! 21 2.2 1w et £ 74|
52w 919 Aol Hgstar, offjoll A B et K97t
ozt €71 = AollAl BF A& Taractes)oll &7t} ERF 1

2L Fiol g714e 7H= S4ol &|A Taractes rubes-
cens= 5745} tH(Mead, 1972; Hatooka and Kai, 2013). £
TRA &2 Mead (1972)2} 7] A (Jordan and Evermann, 1887)
O ZhAet Bl gle wf Al AollA B & A5Gt A

S Aol A= Aol tieh Zejxj=2jn] o] HloA] of{te]
Apol & HQom(E AtolA] e Ale] 22.3-29.3%, 5t
Ao Ao 21.8-24.1% vs. Mead (1972)0]| 4] AG-S A14+-<]
31.2%, 312 A32] 26.1%), H A of| gt 521 =& u] Y7HA]
o] Zo] vl &AL £ 7)A= Mead (1972)¢] A2t} of
Z 245k 20| 2 Bl MR AT H 22 32.9%-34.6% vs
Mead (1972)= 4142 35.2%-39.1%) ThE A= & Ao A=)
FE A5t ATHTable 1). & & 5dLof &34= elhx|(T
aspen)®t 718 AR U S A =vjn] £7]|42¢F S| =en]
Z7|0l A ZFolE Bo|H(T. rubescens= 54 =21] 30-32
SR =#u] 21-23 vs. T asper= A =21] 33-35 S1A| =g
u] 25-27), TE| AT §7| 429 §-F(T. rubescens= AT} vs. T,
aspers= §ITh)ol| A & FLEH tH(Mead, 1972)(Fig. 2). M| EZE
2]o} DNA COIY 7144 537bp2 H| et A3} T rubescense}
100% L2k .01, 5240 T, asper®h= 6.9%2] 4424 2}o]
£ Uepof & -2 E ek, wheba] 2 koA A5 S
of o]7 =Fuj Aj4]o] BHRIE Taractes rubescens®| gH=g 0 &
Kim and Ryu (2017)7} A& A FeE “H-2 Aok & whEct

Al AL
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